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FIGURE 2 



SEQ. ID. NO:l 



MSHVAVENALGLDQQFAGLDLNSSDNQSGGSTAS KGRYIPPHLRNREATRGFYDKDSSGWSSSKDKDAYSSFGSRSDSRGKSSFFS 
DRGSGSRGRFDDRGRSDYDGIGSRGDRSGFGKFERGGNSRWCDKSDEDDWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATG 
NNCPPHIESFSDVEMGEI IMGNIELTRYTRPTPVQKHAIPI IKEKRDLMACAQTGSGKTAAFLLPILSQIYSDGPGEALRAMKENG 
RYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCWYGGADIGQQIRDLERGCHLLVATPGRLVDMMERGKIGLDFCKYL 
VLDEADRMLDMGFEPQIRRIVEQDTMPPKGVRHTMMFSATFPKEIQMIARDFLDEYIFIAVGRV GSTSENITOKVVWVEESDKRSF 
LLDLLNATGKDSLTLVFVETKKGADS LEDFLYHEGYACTS I HGDRSORDREEALHOFRSGKS P ILVATAVAARGLD I SNVKHVINF 
DLPSDIEEYVHRIGRTGRVGNLGLATSFFNERNINITKDLLDLLVEAKQEVPSWLENMAYEHHYKGSSRGRSKSSRFSGGFGARDY 
RQSSGASSSSFSSSRASSSRSGGGGHGSSRGFGGGGYGGFYNSDGYGGNYNSQGVDWWGN 



SEQ. ID. NO: 2 



GSTSENITQKVVWVEESDKRSFLLDLLNATGKDSLTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPI 
LVATAVAARGLDISNVKHVINFDLPSDIEEYVHRIGRTGRVGNLGLATSFFNERNINITKDLLDLLVEAKQEVPSWLENMAYEHHY 
KGSSRGRSKSSRFSGGFGARDYRQSSGASSSSFSSSRASSSRSGGGGHGSSRGFGGGGYGGFYNSDGYGGNYNSQGVDWWGN 
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FIGURE 3 



SEQ . ID . NO : 3 



VGSTSENITQKWWVEESDKRSFLLDLLNATGKDSLTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSP 
ILVATAVAARGLDISNVKHVINFDLPSDIEEYVHRIGRTGRVGNLGLAT 
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FIGURE 4 



SEQ. ID. NO: 4 



1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 



atggatgatc 
gacgaaatgg 
gaaagaaacc 
agaataatca 
atgattcggg 
ctggatgtac 
tattataaaa 
aggaaggagg 
acagaacttc 
tactacgaaa 
gatgcaattg 
atgcagttgt 
gagcagaata 
caagagaaac 



gagaggatct 
tggagtcaat 
tcctatctgt 
gcagcattga 
aatatcggca 
tggacaaaca 
tgaaagggga 
ctgcggagaa 
caccaacgca 
ttcttaattc 
cagaactgga 
tacgtgataa 
aagaagcgct 
ca 



ggtgtaccag 
gaagaaagta 
tgcatataag 
acagaaagaa 
aatggttgag 
cctcattcca 
ctaccacagg 
cagcctagtg 
tcctattcgc 
ccctgaccgt 
tacgctgagt 
tctgacacta 
gcaggacgtg 



gcgaagctgg 
gcagggatgg 
aatgtgattg 
gaaaacaagg 
actgagctaa 
gcagctaaca 
tatctggcag 
gcttataaag 
ttaggtcttg 
gcctgcaggt 
gaagaaagct 
tggacttcag 
gaagacgaaa 



ccgagcaggc 
atgtggagct 
gagctagaag 
gaggagaaga 
agttaatctg 
ctggcgagtc 
aatttgccac 
ctgctagtga 
ctctcaattt 
tggcaaaagc 
ataaggactc 
acatgcaggg 
atcagtgaga 



tgagcgatac 
gacagttgaa 
agcctcctgg 
caagctaaaa 
ttgtgacatt 
caaggttttc 
aggaaacgac 
tattgcaatg 
ttccgtattc 
agcttttgat 
tacacttatc 
tgacggtgaa 
cataagccaa 



SEQ . ID . NO : 5 

trans la tion= M MDDREDLVYQAKLAEQAERYDEMVESMKKVAGMDVELTVEERNL 
LSVAYKNVIGARRASWRIISSIEQKEENKGGEDKLKMIREYRQMVETELKLICCDILD 
VLDKHLIPAANTGESKVTYYKMKGDYHRYLAEFATGNDRKEAAENSLVAYKAASDIAM 
TELPPTHPIRLGLALNFSVFYYEILNSPDRACRLAKAAFDDAIAELDTLSEESYKDST 
LIMQLLRDNLTLWTSDMQGDGEEQNKEALQDVEDENQ" 
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FIGURE 5A 
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FIGURE 5B 
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FIGURE 6A 
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FIGURE 6B 
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FIGURE 7A 




FIGURE 7B 
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FIGURE 8 
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